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DEFINITION surface glycoprotein [Lucheng Rn rat coronavirus]. 
ACCESSION  QOE77268 Highlight Sequence Features 
VERSION QOE77268.1 or 
DBSOURCE accession MT820625.1 P E A 
KEYWORDS 
SOURCE Lucheng Rn rat coronavirus 
ORGANISM Lucheng_Rn rat coronavirus Related information = 


Viruses; Riboviria; Orthornavirae; Pisuviricota; Pisoniviricetes; 
Nidovirales; Cornidovirineae; Coronaviridae; Orthocoronavirinae; 
Alphacoronavirus; Luchacovirus. 

REFERENCE 1 (residues 1 to 1126) 


Nucleotide 
Taxonomy 


CDD Search Results 


AUTHORS Lin,X.-D., Zhang,H.-L., Wang,M.-R., Guan,X.-Q. and Zhang,Y.-Z. 
TITLE Extensive Genetic Diversity and Host Range of Rodent-borne c : 
: onserved Domains (Concise) 
Coronaviruses 
JOURNAL Unpublished Conserved Domains (Full) 
REFERENCE 2 (residues 1 to 1126) 
AUTHORS Lin,X.-D., Zhang,H.-L., Wang,M.-R., Guan,X.-Q. and Zhang,Y.-Z. Domain Relatives 
TITLE Direct Submission Encoding mRNA 
JOURNAL Submitted (27-JUL-2020) Department of Zoonoses, National Institute 
of Communicable Disease Control and Prevention, Chinese Center for 
Disease Control and Prevention, Changping Liuzi 5, Beijing 102206, 
China LinkOut to external resources = 
COMMENT ##Assembly-Data-START## Virus Pathogen Resource 
Sequencing Technology :: Sanger dideoxy sequencing [Virus Pathogen Resource] 
##Assembly-Data-END## 
FEATURES Location/Qualifiers 
source 1..1126 i 
/organism="Lucheng Rn rat coronavirus" Recent activity = 
/isolate="Lijiang-170" Turn Off Clear 
/host="Apodemus chevrieri" 
/db_xref="taxon:1508224" E] surface glycoprotein [Lucheng Rn rat 
/country="China" coronavirus] Protein 
/collection_date="2015" Æ Homo sapiens chromosome unknown clone 
Protein 1..1126 VMRC73-424E20, complete sequen Nucleotide 
/product="surface glycoprotein" 
/name="structural protein" E] Homo sapiens chromosome 8 clones GS1- 
Region 34..278 24F4, CTD-2629116 map p23.1, com Nucleotide 
/region_name="CoV_Spike_S1_NTD" 
/note="N-terminal domain of the S1 subunit of coronavirus FE} Homo sapiens chromosome 8 clone SCb- . 
Spike (S) proteins; c140465" 540n10 map p22-p21, complete seq Nucleotide 
/db_xref="CDD: 454760" E] Homo sapiens BAC clone VMRC64-117G5 
Region 428..1112 from chromosome unknown, comple Nucleotide 
/region_name="alphaCoV-HKU2-like Spike SD1-2 S1-S2 S2" 
/note="SD-1 and SD-2 subdomains, the S1/S2 cleavage See more... 
region, and the S2 fusion subunit of the CoV spike (S) 
glycoprotein from Rhinolophus bat coronavirus HKU2 and 
related alphacoronaviruses; cd22371" 
/db_xref="CDD: 411958" 
Site order (543. .545,552..572) 
/site_type="other" 
/note="S1/S2 cleavage region" 
/db_xref="CDD: 411958" 
Site 658. .668 
Sis ees other 
/note="putative fusion peptide" 
/db_xref="CDD: 411958" 
Site 675. .692 
/site_type="other" 
/note="internal fusion peptide" 
/db_xref="CDD: 411958" 
Region 773. .838 
/region_name="heptad repeat 1" 
/note="heptad repeat 1 [structural motif ]" 
/db_xref="CDD:411958" 
Region 1028. .1060 
/region_name="heptad repeat 2" 
/note="heptad repeat 2 [structural motif ]" 
/db_xref="CDD: 411958" 
CDS 1..1126 
/gene="S" 
/coded_by="MT820625.1: 20270. .23650" 
ORIGIN 
1 malifvlmli tlyrcpfvlc nfqvctdqlir qqevylpnav snatyiatav fptrhwhcgs 
61 ssnstpgdnk fngigvfvhr fnhpnwwhfa aypaaptnkt wilfwwhrat gastvfqvck 
121 yqqpavdvlt sgfrceaptn ppcsaivnma ieclinstft pttfsfsyvt wynseinavi 
181 hgaqrfsfvye gflwsnasaf cydgngcifn ipnttsdwlv stdssgainn fvdcgfdyes 
241 qlkcknlvfe lepavyqgaa lpiessvyyv andladcafs fadifsdgtg nyggirrhvf 
301 tncwvnytsw flcddglaci ifnaifsevv ynltqpdgli npflircngld vytivkgcsa 
361 gyvlrygqlfd sgqfnpdayt pdymecfgyf qidrsyivyn akfitegltv cvlqpvepel 
421 gvckgqytidg vtfqgilhts nanittfhnl lyygdmvshv rikgivysve pcnsfyysvl 
481 ktrsevgyly sgancnssdv vtfsrrarar tltdsslgcl vdvqltnnny ttcsypigng 
541 lcadvnvtgm pvvgniyigp hdtdyarpil spqiislpld hvinvkeqfv qtsapkfdvd 
601 ceryicdvsv qckellskyg gycpkivsdi kssslqldyq vqgiyktlnv dvkvpdvdfg 
661 afnfsmfese pngrsfiedi lfdkivttgp gfyqdyydck kmnlqditck qyyngimvip 
721 pvmddtlitf wssavagsmt aglfggqagm vswsiavagr lnalgvmqda lvndvnklan 
781 gfnnltqyva dgfkttsqal saiqsvvnnn aqqisqlvqg lsenfgaisn nfiviaerle 
841 rleaqmqmdr lingrmnilq nfvtnyklsi selksqqila qslinecvya qsnrngfcgd 
901 glhlfslmqr apdgimffhy tlvpnntidv ettpglclgn nvciaprdgl fvktnirsdv 
961 whfttrnlyn pgaitvnnsv ivnggvnfts Ingtiegiep ptipsfddef edlyknitle 
1021 leqlknitfd pellnltyyi dridelstnv sqlhvdisef nkyvqyikwp wyvwlaiflv 
1081 lvlfsfmllw cccatgccgc cgmlgsacng cctkpqtvef ekvhvq 
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